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IgG antibodies specific for CGGDRVYIHPF ("Angio I") 
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IgG antibodies specific for DRVYIHPFHLGGC ("Angio III") 
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Serum IgG specific for Der p I p52 peptide 
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Serum IgG specific for Der p I p117 peptide 
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IgG antib dies specific f r human VEGFR-2 peptide 
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IgG antibodies specific for the extracellular domain of human 
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